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Seabird populations are in decline worldwide (Paleczny et al. 2015). To mitigate seabird population 

declines, governments have designated marine protected areas for seabirds, and have regulated the 

development of offshore renewables in order to limit their ornithological impacts. This relies on the 

identification of important foraging areas. Researchers typically identify foraging areas by applying 

hidden Markov models (HMMs) to GPS data, which track the behaviour of individuals, using the 

‘moveHMM’ R package (Michelot et al. 2016). Little has been done to validate these models as data 

on known foraging locations are difficult to collect. 

One unique source of data that can be used for validation, however, involves following seabirds by 

boat during foraging trips to collect GPS data of bird movement and real observations of foraging 

behaviours. The aim of this project is to compare seabird foraging areas as predicted using GPS 

tracking data and HMMs with real foraging locations as recorded by observers on boats. This project 

will use data collected at multiple seabird colonies throughout the UK by researchers at the Joint 

Nature Conservation Committee (JNCC) to determine the accuracy of HMMs fitted using the 

‘moveHMM’ R package. 

Datasets are provided which include:  

 GPS data from boats used to follow individual seabirds (terns Sterna spp) at colonies 

throughout the UK (recorded every 2 seconds) 

 Observation data of tern behaviour collected from observers on boat 

 Data were collected from multiple species, breeding colonies and years 
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